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DNA 


<213> 


human 


<400> 


1 



oaagcgcgca 


attaaccctc 


act aaaggga 


acaccaacac 


gtcgccagga 


ctgcgccgtt 


60 


cgctgcgct c 


ataggeggeg 


att t cat caa 


gggtggcaag 


gat cgcctgg 


tegaeggtea 


i 0 


ggtcgtcctc 


gacgcggttg 


ccctcct cgt 


cctgtt ccag 


ggtgagtggg 


cgataccagg 


18 0 


tgtccaccgg 


gaaggtaegg 


cccgacacct 


cgacaat egg 


cgcatcgt eg 


aagtgct tgg 


24 0 


aaaagcgct c 


caggt cgat g 


gtggccgagg 


t gat gat gac 


ttt caggt eg 


gggcgacgcg 


30 0 


qcaacagggt 


cttgaggtag 


ccgagcagga 


agt cgat gt t 


caggctgegt 


t cgtgggctt 


3 60 


ogrcgacgac 


aggct cgcgt 


tatggct ccg 


cttt ct gegg 




ctggcatggt 


420 


gtgtgtgtgt 


gcctgtgtgc 


tacggagagt 


cccgt at t ct 


cagagt aaaa 


gttgtt ct gg 


480 


aatgatct eg 


ccaaaaagga 


catct tt gga 


gecagt gate 


cgt atgt gaa 


act tt cat tg 


54 0 


caegtagegg 


atgagaatag 


agaactt get 


t t ggtccaga 


caaaaacaat 


taaaaagaca 


60 0 


ctgaacccaa 


aatggaatga 


agaatttt at 


ttcagggtaa 


acccatct aa 


t cacagact c 


660 


:tatttgaag 


tatttgacga 


aaat agact g 


acacgagacg 


actt cctggg 


ccaggtggac 


7 20 


gtgcccctta 


gtcacctt cc 


gacagaagat 


ccaaccat gg 


agcgaccct a 


t acat 1 1 aag 


7 8 0 


gact t tct cc 


t cagaccaag 


aagtcat aag 


t ct cgagtta 


agggat 1 1 1 1 


gcgattgaaa 


S40 


atggcct ata 


tgccaaaaaa 


tggaggt caa 


gatgaagaaa 


acagt gacca 


gaggga t gac 


900 








Fage 


1 







at ggagcatg 


gatgggaagt 


tgttgactca 


aatgactcgg 


cttctcagca 


ccaagaggaa 


q h .;, 


cttcctcctc 


ctcctctgcc 


tcccgggtgg 


gaagaaaaag 


tggacaat t z 


aggccgaact 


i\2-: 


tactatgtca 


accacaacaa 


ccggaccact 


cagtggcaca 


gaccaagcct 


gatggacgtg 


i o 8 o 


z c c z c g g a g t 


cggacaataa 


cat cagacag 


at caaccagg 


agg cagca ca 


ccggcgcttc 


114 0 


cgctc :cgca 


ggcacatcag 


cgaagacttg 


gagcccgagc 


cctcggaggg 


cggggatgtc 


i ;■ [ j o 


cccgagcctt 


gggagaccat 


ttcagaggaa 


gtgaatatcg 


ctggagactc 


tctcggtgtg 


1 2 6 0 


gttttgcccc 


caccaccggc 


ctccccagga 


tct cggacca 


gccctcagg a 


get gt cagag 


i 


gaactaagca 


gaaggct t ca 


gatcactcca 


gact ccaatg 


gggaacagt z 


cage tct t tg 


1 0 o 0 


attcaaagag 


aaccctcctc 


aaggt t gagg 


tcatgcagtg 


tcaccgacg: 


agt tgcagaa 


1440 


cagggccatc 


t accaccgcc 


atcagtggcc 


tatgtacata 


ccacgccggg 


tctgccttca 


1 500 


ggctgggaag 


aaagaaaaga 


tgctaagggg 


cgcacat act 


atgtcaatca 


taacaat cga 


1 5 60 


accacaactt 


ggact cgacc 


tat catgcag 


ct t gcagaag 


atggtgcgtc 


cggatcagcc 


16J0 


acaaacagt a 


acaaccat ct 


aatcgagcct 


cagatccgcc 


ggcctcgtag 


cctcagctcg 


168 0 


ccaacagt aa 


ctttattgcc 


ccgctggagg 


gtgccaagga 


ctcacccgta 


cgt egggctg 


174 0 


tgaaagacac 


ccttt ccaac 


cc acagtccc 


cacagccat c 


ac cttacaac 


t cccccaaac 


1 o 0 0 


cacaacacaa 


agt cacacag 


agcttcttgc 


cacccggct g 


ggaaatgagg 


atagegecaa 


18 60 


acggccggcc 


cttcttcatt 


gatcat aaca 


caaagactac 


aacctgggaa 


gat ecaegtt 


1922 


tgaaatt t cc 


agtacatatg 


cggt caaaga 


cat ctttaaa 


ccccaatgac 


ct t ggccccc 


1 0 


tt cctcctgg 


ct gggaagaa 


agaat t cact 


t ggat ggccg 


aacgttttat 


att gatcata 


2 0 4 0 


atagcaaaat 


tactcagtgg 


gaagacccaa 


gactgcagaa 


cccagct at t 


actggtcegg 


ll:.)0 


ctgtccctta 


ctccagagaa 


tttaagcaga 


aatatgact a 


ctt caggaag 


aaa tt aaaga 


2 1^0 


aacctgctga 


tat ccccaat 


aggtt tgaaa 


t gaaactt ca 


cagaaat aac 


atatt tgaag 


2 2 2 0 


agtcct atcg 


gagaatt atg 


t ccgtgaaaa 


gaccagatgt 


cct aaaagct 


agactgt gga 


22B0 


ttgagtttga 


atcagagaaa 


ggtcttgact 


atgggggtgt 


ggccagagaa 


tggttcttct 


.:340 


t actgtccaa 


agagatgt tc 


aacccct act 


acggcct ctt 


t gagt act ct 


gccacggaca 


1:4 0 0 


act acaccct 


tcagatcaac 


cctaatt cag 


gcct ct gtaa 


tgaggat cat 


ttgt cct act 


0 4 oO 


t cactt ttat 


tggaagagtt 


gctggtct gg 


ccgtat ttca 


z gggaagct c 


ttaqatggt t 


2 r z2 0 


tcttcattag 


accatttt ac 


aagat gatgt 


t gggaaagca 


gataaccct g 


aatgacat gg 


5 9 0 


aat ct gt gga 


tagtgaat at 


t acaact ct t 


t gaaat ggat 


cctggagaat 


gaccctactg 


J. 64 0 


agct ggacct 


catgttctgc 


atagacgaag 


aaaact t tgg 

Page 


acagacat at 

2 


caagt ggatt 


21 CO 



/ 9 

tgaagcccaa tgggtcagaa ataatggtca caaatgaaaa caaaagggaa tatatcgact 2 7 60 

tagtcatcca gtggagattt gtgaacaggg tccagaagca gatgaac :cc ttcttggagg 2820 

gartcacaga actacttcct attgatttga ttaaaatttt tgatgaaaat gagctggagt 2880 

tg~tcatgtg cggcctcggt gatgtggatg tgaatgactg gagacagcat tctatttaca J; 94 0 

agaacggcta ctgcccaaac caccccgtca ttcagtggtt ctggaaggct gtgctactca 3000 

tggacgccga aaagcgtatc cggttactgc agtttgtcac agggacatcg cgagtaccta 3060 

tgaatggatt tgccgaactt tatggttcca atggtcctca gctgtttaca atagagcaat 3120 

ggggcagtcc tgagaaactg cccagagctc acacatg:tt raatcgcctt gacttacctc 318 0 

catatgaaac ctttgaagat ttacgagaga aacttet cat ggccgtggaa aatgctcaag 3240 

gatttgaagg ggtggattaa gcaccctgtg cctcgggggt ggttgttctt caagcaagtt 3300 

:tgcttgcac ttttgcattt gcctaacaga cttttgcaga ggcgatggca gagagcagct 3360 

gcaggcatgg tccctggagc cgagccttca ccacgcactc gtccaagttc gggatgcggg 3420 

aacctggtcc cagcttgagt tcctgccttt cccaccacaa attatcaact ggttgatgtg 3480 

racactaatt acatttcagg aggacttaat gctatttatg ttgtcctctg caggcaaagc 3540 

ccttaataaa tattttacat cctttctaat gacaatgaat ggaattaatc actcaacagg 3600 

tatagtatta cgactcatgt ttacttttta aaatgattta gaccgatttt cagattttat 3660 

ttcgttatga ttaaagatgt ctcatgtact tggaaaagtg agcatttttt tttttttttg 3720 

tatttcactt tcataccagg cttaatgtca atgacatttt tatttttgaa gtactctgac 3780 

acctccaccc tctactttat tagaattgga aggcaaattt ttgtccaaaa acctacagac 3840 

aagtactttg agagaatttc caatataata ttagacataa tgataatttt ttccatactc 3900 

agaatgaaaa actggatatt acgtttttgt tttggggttt ttttgtacaa atttagctaa 3960 

tagctacagg ctgagagaat tgtaacatag catgacaaat tttgtgttga cttgaaagga 4020 

atcacaccat tattccttag aagtaattac atgtgttcta acacatttga gacagggttg 4080 

gactcccatt tctcatccga gaaattactt aacccttcct gggcgctgta cagtcatctt 4 140 

ttattctatt tcctctttgc tgtttgtagt agagacattt tgaatgaaac ttggcactgc 4200 

ttgattcaaa actgtggaaa ccagatctgt ttagtctcct gtttgtatgc gtttgctaat 4260 

ggtagctaaa taaccagttt ttgttgtaaa tgcaccaatt ctgaaggcac tttatgtact 4320 

acatggaggt catatctggt tttgttttta tttttttatc atgaacatta aatgtgatga 4380 

tgatttcttt tccctgcaca catctttccg gtgcaatatc tatcaattgt gaatctggct 4440 

Page 3 



gc 


tgqtgtat 


aaaaacct gg 


atgt aaagct 


gagcctacag 


acctgtcctc 


accaactgtt 


4 50 0 


t t 


gtgatttc 


tactcaacta 


caaagat tt a 


tttaatgtac 


t ittaatcta 


actgagtttt 


4 5 0 0 


g - 


ta'jcaatg 


acct gt t oca 


tgcttcaata 


ccgtgtactg 


z zz gagtrgt 


gcctcttgtg 


4 62'! 


tq 


ctagatta 


aaagt gagac 


agagact tga 


ctt gat cote 


tga jcczcaa 


gctattgagc 


4 6H>: 


to 


gtagtggc 


agaggactga 


gggt acct gc 


acagtttgat 


tcttttccra 


cgttgtaagt 


4 74 0 


G t 


ccattgca 


gaattgtcgt 


gcgt 1 1 gaga 


aaacacctga 


ggc agt gt gg 


gagttgaacg 


4 80 0 


a <: 


c c t g c t g t 


cctttttaac 


ctgt gtt gtc 


ctagacctgt 


-ggggcagtc 


aggggacact 


4 8 60 


a. ' T 


agatttga 


tctcatgcga 


gtcatcaata 


ggacaaaaaa 


gttgtggttt 


ggggaggtct 


4 92 0 


g T - 


rtgttaca 


t aaaaaggac 


cttt cggt gt 


aagaaattgc 


cgtttttacc 


ctgccctggc 


4 9 S 0 




gcatgt ga 


gaagccatgg 


aaggttgtgg 


ttgtaaatga 


gttgtctaaa 


ggggtgcaga 


5 0 4 0 


90 


cci gag gt 


ttctaaaaga 


aggtagattt 


ctacagagct 


gagtgttggt 




5100 




t tggtt ga 


aaattacctg 


gtagtgat ca 


gaaaact t ag 


atgct at gt a 


actc 


5154 



v2 10:> 2 

<211- 975 

<2 12 PRT 

< V 1 3 : human 

•:220 

<22l • unsure 

v_22.- (455 ) . . (455) 

<22 3 ■ unknown 



*:4,iC) • 2 

Met Phe Arg Leu Arg Ser Trp Ala Ser Ser Thr Thr Gly Ser Arg Tyr 
1 5 10 15 

Gly Ser Ala Phe Cys Gly Ser Pro Thr Leu Ala Trp Cys Val Cys Val 

20 ' 25 30 

Pro Val Cys Tyr Gly Glu Ser Arg lie Leu Arg Val Lys Val Val Ser 
35 40 45 

Gly lie Asp Leu Ala Lys Lys Asp lie Phe Gly Ala Ser Asp Fro Tyr 
50 55 60 

Val Lys Leu Ser Leu Tyr Val Ala Asp Glu Asn Arg Glu Leu Ala Leu 

65 70 75 80 

Val Gin Thr Lys Thr lie Lys Lys Thr Leu Asn Pro Lys Trp Asn Glu 
85 90 95 

Glu Phe Tyr Phe Arg Val Asn Pro Ser Asn His Arg Leu Leu Phe Glu 

100 105 " 110 
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Val Phe Asp Glu Asn Arg Leu Thr Arg Asp Asp Phe Leu Gly Gin Val 
115 " 12 G " * 125 

Asp Val Pro Leu Ser His Leu Pro Thr Glu Asp Pro Thr Met Glu Arg 
130 135 14 0 

Pre Tyr Thr Phe Lys Asp Phe Leu Leu Ara Pro Ara Ser His Lys Ser 

14 5 15 C 155 100 

Arc Val Lys Gly Phe Leu Arg Leu Lys Met Ala Tyr Met Pro Lys Asn 
105 170 " 17 5 

Gly Gly Gin Asp Glu Glu Asn Ser Asp- Gin Ara Asp Asp Met Glu His 
180 185 " 190 

Gly Trp Glu Val Val Asp< Ser Asn Asp- Ser Ala Ser Gin His Gin Glu 
195 200 205 

Glu Leu Pro Pre- Pro Pre Leu Pro Pre Gly Trp> Glu Glu Lys Val Asp 
210 215 2 2 0 

Asn Leu Gly Arq Thr Tyr Tyr Val Asn His Asn Asn Arg Thr Thr Gin 
225 230 235 240 

Trp His Arg Pro Ser Leu Met Asp' Val Ser Ser Glu Ser Asp> Asn Asn 
2 4 5 2 5 0 2 5 5 

He Arg Gin lie Asn Gin Glu Ala Ala His Ara Arq Phe Arq Ser Arq 
2 60 2 65 " 270 

Arq His lie Ser Glu Asp Leu Glu Pro Glu Pro Ser Glu Gly Gly Asp 

275 280 285 

Val Pro Glu Pro Trp Glu Thr lie Ser Glu Glu Val Asn lie Ala Gly 
290 295 300 

Asp- Ser Leu Gly Val Val Leu Pro Pro Pro Pro Ala Ser Pro Gly Ser 

305 310 315 32;' 

Arc Thr Ser Pro Gin Glu Leu Ser Glu Glu Leu Ser Arq Arg Leu Gin 

325 330 " ' 335 

He Thr Pro Asp Ser Asn Gly Glu Gin Phe Ser Ser Leu lie Gin Arq 
34 0 34 5 350 

jlu Pro Ser Ser Arg Leu Arg Ser Cys Ser Val Thr Asp A^a Val Ala 
355 360 365 

Glu Gin Gly His Leu Pro Pro Pro Ser Val Ala Tyr Val His Thr Thr 

37 0 37 5 38 0 

Pro Gly Leu Pro Ser Gly Trp Glu Glu Arg Lys A.sp Ala Lys Gly Arg 
385 390 395 400 

Thr Tyr Tyr Val Asn His Asn Asn Arg Thr Thr Thr Trp Thr Arg Pro 
405 " 410 415 



lie Met Gin Leu Ala Glu Asp Gly Ala Ser Gly Ser Ala Thr Asn Ser 
420 425 430 



Asn Asn His Leu lie Glu Pro Gin lie Arg Arg Pre Arg Ser Leu Ser 
4 35 44 0 44 5 

Ser Frc Thr Val Thr Leu Xaa Ala Pre Leu Glu Gly Ala Lys Asp Ser 
45C 45: 460 

Pic Val Ara Arq Ala Val Lys Asp Thr Leu Ser Asn Pro Gin Ser Pre 
4 € 5 " 4 70 4 75 4 60 

Gin Pre Ser Pre Tyr Asr. Ser Pro Lys Pro Gin His Lys Val Thr Gin 

4 85 4 9 C 495 

Ser Phe Leu Pro Pro Gly Trp Glu Met Arq lie Ala Pro Asn Gly Arg 
500 505 * 510 

Pre Phe Phe lie Asp His Asn Thr Lys Thr Thr Thr Trp Glu Asp Pre 
515 52C 525 

Arg Leu Lys Phe Pro Val His Met Arg Ser Lys Thr Ser Leu Asn Pr: 
"5 30 53: 54 0 

Asn Asp Leu Gly Pro Leu Pre Pro Gly Trp Glu Glu Arq lie His Leu 

545 550 555 " 56:: 

Asp Gly Ara Thr Phe Tyr lie Asp His Asn Ser Lys lie Thr Gin Tre 
565 570 575 

Glu Asp Pre Arg Leu Gin Asn Pre- Ala lie Thr Gly Pre Ala Val Pre 
580 585 590 

Tyr Ser Arq Glu Phe Lys Gin Lys Tyr Asp Tyr Phe Arq Lys Lys Leu 

595 600 605 

Lys Lys Pro Ala Asp lie Pro Asn Arg Phe Glu Met Lys Leu His Arq 
610 615 620 

Asn Asn lie Phe Glu Glu Ser Tyr Arg Arg lie Met Ser Val Lys Arq 
625 630 635 640 

Pro Asp Val Leu Lys Ala Arq Leu Trp lie Glu Phe Glu Ser Glu Lys 
645 " 650 655 

Gly Leu Asp Tyr Gly Gly Val Ala Arg Glu Trp Phe Phe Leu Leu Ser 
660 665 670 

Lys Glu Met Phe Asn Pro Tyr Tyr Gly Leu Phe Glu Tyr Ser Ala Thr 
675 680 685 

Asp Asn Tyr Thr Leu Gin lie Asn Pro Asn Ser Gly Leu Cys Asn Glu 

690 695 700 

Asp His Leu Ser Tyr Phe Thr Phe lie Gly Arg Val Ala Gly Leu Ala 

705 710 715 12 j 

Val Phe His Gly Lys Leu Leu Asp Gly Phe Phe lie Arc Pro Phe Tyr 

725 730 735 

Lys Met Met Leu Gly Lys Gin lie Thr Leu Asn Asp Met 3iu Ser Val 

Faae 6 
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7 4 0 7 4 5 7 5 C 

Asp Ser Glu Tyr Tyr Asn Ser Leu Lys Trc lie Leu Glu Asn Asp Pro 

7 55 7 00 7 05 

Thr Glu Leu Asp Leu Met Phe Cys lie Asp Glu Glu Asn Phe Gly Gin 
770 775 780 

Thr Tyr Gin Val Asp Leu Lys Pro Asn Gly Ser Glu lie Met Val Thr 
785 790 ' 795 8 0 0 

Asn Glu Asn Lys Arc: Glu Tyr He Asp Leu Val He Gin Trc Arc Phe 
805 81C * 815 

Val Asn Arg Val Gin Lys Gin Met Asn Ala Phe Leu Glu Gly Phe Thr 

820 825 830 

Glu Leu Leu Pro He Asp Leu He Lys He Phe Asp Glu Asn Glu Leu 

8 35 840 84 5 

Glu Leu Leu Met Cys Gly Leu Gly Asp' Val Asp Val Asn Asp Trp Arg 
850 85 5 860 

Gin His Ser He Tyr Lys Asn Gly Tyr Cys Pro Asn His Pro Val He 

8 0.5 8 70 8 75 880 

Gin Trp Phe Trp Lys Ala Val Leu Leu Met Asp Ala Glu Lys Arg He 

88 5 8 9C 8 95 

Arg Leu Leu Gin Phe Val Thr Gly Thr Ser Arg Val Pro Met Asn Gly 
900 905 " 910 

Phe Ala Glu Leu Tyr Gly Ser Asn Gly Pre. Gin Leu Phe Thr He Glu 
915 92 0 92 5 

Gin Trp Gly Ser Pro Glu Lys Leu Pro Arc Ala His Thr Cys Phe Asn 

930 935 " 940 

Arg Leu Asp Leu Pro Pro Tyr Glu Thr Phe Glu Asp Leu Arg Glu Lys 



9 4 5 


95 0 




9 5> 5 




960 


Leu Leu Met 


Ala Val Glu Asn Ala Gin Glv 
965 970 


Phe 


Glu Gly Val 


Asp 
975 


<210> 2 
v211o 854 
H12> DNA 
v213> mouse 










<4 00> 3 
acaat ggggg 


cgtggcagag aatggttctt 


cttact 


1ZCC 


aaagagat gt 


ttaaccccta 


ctatggcctc 


ttcgagtact ctgccacgga 


caact a 


:aca 


c 1 1 c a g a t c a 


a t cccaact c 


agg:-:tctgt 


aatgaagac: atttgtcota 


tttca: 


:rtc 


att ggaagag 


ttgctggcct 


a gcggtgttt 


catgggaaac tcttagatgg 


attct t 


:att 


cgaccattct 


acaagat gat 


gctggggaag 


cagataaege tgaacgacat 


gqagt z 


cgtg 


gaeagegagt 


actacaactc 



60 
12 0 
180 
24 0 

30 0 



t age 
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ittgaagtgg atcttagaaa acgaccccac ggaactrgac ctcatg::ct gcatagacg; 



>3a acgggt :aga aataatggta 

2 agtggagatt tgtgaacagg 

ag aacttcttcc aatcgacttg 

gr gcggcct tgg tga:gtcgac 



gagaactttg ggcagacata ccaagtggat ctgaagco: 

accaatgaga acaaacgaga atacattga: ttagt :at': 

gr. ccagaagc aaatgaatgc cttcttggag ggatt^ 

attaaaattt ttgatgaaaa ^gagctggag ttgctgs 

qtgaacgact ggagacagca ctctattia : aagaacggcr a:tgcc:caa ccaccctgtc 

atccagtggt tctggaaggc cgtgrtcct g atggatg^tg agaagcgcat ccggtta:ta 

caqtttgtca caggcacctc cagagtaccc atgaatggat ttgccgaact ctarggttcc 

aat ggtcctc agctgtttac aatagagcaa tggggcagtr cgaaaaacta ccagagctct 

acatgcttaa tcgc 



3 60 

4 20 
4 80 

6 0 0 

6 60 

7 2 0 
7 .-3 0 
840 
854 



<.:21 0 
<;: 1.1 

<213 
•;223> 



4 

604 
PRT 
mouse 



unsure 
(561) . . (561) 
unknown 



< 4 0 0 : ■ 4 

■Us Ala Cys Ser Asn Ala Ala 
5 

Arg Cys Thr Ala Arg Ser Arg 
20 

Arg Ser Ser Ser Arg Gly Ala 
35 

Ala Asp Ser Ala Val Ser Asp 
50 55 

Glv Ser Gly Ser Asp Val Thr 
65' 70 

Ser His Val Thr Ala Asp Tyr 
85 

Val Lys Val Ala Gly Gly Ala 
100 

Arg Val Thr Tyr Asp Met Ser 
115 



Ser Arg Ala Ala Ala Arg Val Ala Ala 
10 15 

Ser Gly Arg Arg Ser Ser Ser Val Ser 

25 30 

Ser Ser Ser Met Ser Ser Asp Met Ala 
4 0 4 5 

Val Trp Cys Asp Lys Thr Asp Gly Gly 

6 0 

Asp Thr Cys Cys Gly Cys Trp Asn Asn 
7 5 8 0 

His Asn Asp Asp Thr Arg Val Val Arg 

9C 95 

Lys Lys Asp;' Gly Ala Ser Asp Tyr Val 
10 5 110 

Gly Thr Ser Val Thr Lys Thr Lys Lys 
120 125 



9 # 



Ser Asn Lys Trp Asn Arg Val Arg His Arq Val Asp Asn Arg Thr Ara 
15 0 135 ' 14 0 

Asp Asp Gly Val Asp Val Tyr Thr Asn Arg Met Ara Tyr Thr Lys Asp 
14 5 150 155 ieb 

Val His A.rg Ser His Lys Ser Arg Val Lys Gly Tyr Arg Lys Met Thr 
165 17C " " 175 

Tyr Lys Asn Gly Ser Asp Asn Ala Asp Ala Gly Trp Val Val Asp Asp 
180 185 1 90 

Ala Ala Thr His His Ser Gly Trp Arg Asp VaJ Gly Arg Thr Tyr Tyr 
195 200 205 

Val Asn His Ser Arg Arg Thr Trp Lys Arc Ser Asp Asp Asp Thr Asp 
210 215 " 22 0 

Asp Asn Asp Asp Met Ala Arg Ala Thr Thr Ara Ara Ser Asp* Val Asp> 
225 230 " 235 ~ 240 

Gly Asp Asn Arg Ser Asn Trp- Val Ara Asp Asn Thr Tyr Ser Gly Ala 
245 ' 250 255 

Val Ser Ser Gly His Asp. Val Thr His Ala Asn Thr Arg Ala Val Cys 
260 265 270 

Gly Asn Ala Thr Ser Val Thr Ser Ser Asn His Ser Ser Arq Gly Gly 
27 5 280 285 

Ser Thr Cys Thr Val Thr Ser Ser Gly Gly Trp Lys Asp Asp Arg Gly 
2 90 2 95 30C 

Arg Ser Tyr Tyr Val Asp His Asn Ser Lys Thr Thr Thr Trp Ser Lys 
305 310 " 315 320 

Thr Met Asp* Asp Arg Ser Lys Ala His Ara Gly Lys Thr Asp Ser Asn 

325 330 335 

Asp Gly Gly Trp Arg Thr His Thr Asp> Gly Ara Val Asn His Asn Lys 
34 0 34 5 350 

Lys Thr Trp Asp Arg Asn Val Ala Thr Gly Ala Val Tyr Ser Arg Asp 

355 360 365 

Tyr Lvs Arq Lys Tyr Arq Arg Lys Lys Lys Thr Asp Asn Lys Met Lys 
3^0 " " 375 380 

Ara Arg Ala Asn Asp Ser Tyr Arq Arg Met 31 y Val Lys Arg Ala Asp 
385 390 395 400 

Lys Ala Arg Trp Asp Gly Lys Gly Asp Tyr 31 y Gly Val /Ala Arg Trp 
4 05 4 10 415 

Ser Lys Met Asn Tyr Tyr Gly Tyr Ser Ala Thr Asp Asn Tyr Thr Asn 
42 0 425 430 

Asn Ser Gly Cys Asn Asp His Ser Tyr Lys Sly Arg Val Ala Gly Met 
435 440 445 
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Ala Val Tyr His Gly Lys Asp Gly Arg Tyr Lys Met Met Lvs Thr His 

4 50 4 55 ' 4 6C 

Asp. Met Ser Val Asp Ser Tyr Tyr Ser Ser Arg Trp Asn Asp Thr Asp 

•I 6 5 4 7 0 4 7 5 4 8 0 



.sp Gly Thr His His Lys Thr Gly Gly Ser Val Val Thr Asn Lys 
4 85 4 9n 4 95 



Asn Lys Lys Tyr Tyr Val Trp Arg Val Asn Arg Lvs Met Ala Ala Lys 

500 505 ' 510 

Gly Asp Lys Asp Asn Met Gys Gly Gly Asp Val Asp. Val Asn Asp Trp 
515 52 0 52 5 

Arc His Thr Lys Tyr Lys Asn Gly Tyr Ser Met Asn His Val His Trp 
c :-C 5 35 54 C 

Trp Lys Ala Val Trp Met Met Asp Ser Lys Arg Arc Val Thr Gly Thr 

54 5 550 555 " 5 60 

Ma a Ser Arg Val Met Asn Gly Ala Tyr Gly Ser Asn Gly Ser Thr Val 
565 57 0 575 

Trp- Gly Thr Asp Lys Arg Ala His Thr Gys Asn Arg Asp Tyr Ser Asp 
580 585 " 590 

Trp< Asp> Lys Met Ala Asn Thr Gly Asp Gly Val Asp» 
5 95 60 0 

•■ilO:- 5 
-.jll:- 615 
-.2 12:- DNA 
■:2 13:- human 

* 400 ■ 5 



t gctgcaagt 


gacaggt tec 


aagaagcccg 


agggctcaga 


got gaatqat 


gaagcgcagt 


6 0 


■^cccaaagtg 


cctggccacc 


cct ccctccc 


t ggateactg 


ctqcctgg go 


ttgattgatt 


12 0 


gattgat tga 


ttgattgatt 


gattttgaga 


gagat t ct ca 


ctgtcaccca 


ggctggagta 


1H 0 


cagtggtgcg 
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